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Cancer type
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Cancer types
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.Expression in CNV F.cDsc drug sensitivity

: Phenformin
»- FK866
Lapatinib
Gefitinib
P Erlotinib
Cetuximab

Tubastatin A
)-CUDC-101
CAY 10603
Belinostat
AR-42
UNC0638
KIN001-102
{-TGX221
®-ZSTK474
PIK-93
»-P1-103

D- KIN0O01-244
D- GSK690693
BX-912

»- Trametinib

- selumetinib
{-PLX4720

|-RDEA119
|-AZ628

- THZ-2-49
THZ-2-102-1
RO-3306
PHA-793887
I-BET-762

D- XAV939
NPK76-11-72-1
- GSK1070916
- Genentech Cpd 10

- piperlongumine
1-MG-132
| - Bortezomib

9-TL-1-85

- SNX-2112
- QL-XII-61
QL-X-138
NG-25
KIN001-260
KIN001-236
JW-7-24-1

- CX-5461

»- CCT007093
- BMS345541
TG101348
XMD14-99
WZz3105

- QL-XI-92
Masitinib
P-BHG712

| - Sunitinib

®- Dasatinib

- Bosutinib

- Methotrexate
Bleomycin (50 uM)
P- 5-Fluorouracil
»- NK Inhibitor VIII
‘ Navitoclax
0SI-027
CP466722
Docetaxel
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